


Diana A Robledo-Ruiz (she/her)



Hypothetical scenario

Diana A Robledo-Ruiz (she/her)



Hypothetical scenario



Hypothetical scenario



• Genetic diversity

• Genetic structure

• Parentage analyses
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What did you miss?
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→ SNP quality: read depth

 missing data
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→ Individual quality: missing data

Popgen analyses assume autosomal loci!



Sex-linked loci and sex chromosomes
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Applications of sex-linked loci

1. REMOVE THEM: Facilitate unbiased popgen analyses
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New package with function that 
does it automatically!



gl.filter.sexlinked
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Is removing sex-linked loci 
necessary?
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How good are standard filters at removing sex-linked loci?

How do sex-linked loci affect popgen results?
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Take home message no. 1

Standard filters suck at removing all sex-linked loci
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Take home message no. 2

Sex-linked loci can f***-up popgen analyses:
REMOVE!!!



Applications of sex-linked loci

1. REMOVE THEM: Facilitate unbiased popgen analyses
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          - Sex identification of samples 

gl.infer.sex
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gl.infer.sex
*ML algorithm!
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Let’s talk numbers
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Mammal (XY)

Y-linked

Males (XY)

sex-linked

Remove sex-linked loci first to guarantee that:
- You won’t unfairly remove inds from one sex
- Downstream filters remove bad-quality loci



Take home message no. 3

Remove sex-linked loci FIRST
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Applications of sex-linked loci

1. REMOVE THEM: Facilitate unbiased popgen analyses

2. USE THEM: 
          - Sex identification of samples 

- Study sex-biased dispersal

- Study the evolution of sex chromosomes





Questions?


	Slide 1
	Slide 2
	Slide 3
	Slide 4: Hypothetical scenario
	Slide 5
	Slide 6
	Slide 7
	Slide 8
	Slide 9
	Slide 10
	Slide 11
	Slide 12
	Slide 13
	Slide 14
	Slide 15
	Slide 16
	Slide 17
	Slide 18: Sex-linked loci and sex chromosomes
	Slide 19
	Slide 20
	Slide 21
	Slide 22
	Slide 23
	Slide 24
	Slide 25
	Slide 26
	Slide 27
	Slide 28
	Slide 29
	Slide 30
	Slide 31
	Slide 32
	Slide 33
	Slide 34
	Slide 35
	Slide 36
	Slide 37
	Slide 38
	Slide 39
	Slide 40
	Slide 41
	Slide 42
	Slide 43
	Slide 44: Applications of sex-linked loci
	Slide 45
	Slide 46
	Slide 47
	Slide 48
	Slide 49: New package with function that does it automatically!
	Slide 50
	Slide 51
	Slide 52
	Slide 53
	Slide 54
	Slide 55
	Slide 56
	Slide 57
	Slide 58
	Slide 59
	Slide 60
	Slide 61
	Slide 62
	Slide 63
	Slide 64
	Slide 65: Is removing sex-linked loci necessary?
	Slide 66
	Slide 67
	Slide 68
	Slide 69
	Slide 70
	Slide 71
	Slide 72
	Slide 73
	Slide 74
	Slide 75: Take home message no. 1
	Slide 76
	Slide 77
	Slide 78
	Slide 79
	Slide 80
	Slide 81
	Slide 82
	Slide 83: Take home message no. 2
	Slide 84: Applications of sex-linked loci
	Slide 85: Applications of sex-linked loci
	Slide 86: Applications of sex-linked loci
	Slide 87: Applications of sex-linked loci
	Slide 88: Applications of sex-linked loci
	Slide 89
	Slide 90
	Slide 91
	Slide 92
	Slide 93
	Slide 94: Let’s talk numbers
	Slide 95
	Slide 96
	Slide 97
	Slide 98
	Slide 99
	Slide 100
	Slide 101
	Slide 102
	Slide 103
	Slide 104
	Slide 105: Take home message no. 3
	Slide 106: Applications of sex-linked loci
	Slide 107: Applications of sex-linked loci
	Slide 108: Applications of sex-linked loci
	Slide 109
	Slide 110: Questions?

